[bookmark: _GoBack]Input: .txt file with header, the first column is the gene ID, the 2-6 columns are the gene expression in each sample
g1：Group A
[image: ]
g2：Group B
[image: ]
Parameter:
1) Group color: default
2) X-axis title: None
3) Y-axis title: gene expression
4) Graph title: None
5) Scattered points: don’t display

Output:
1) Result file compression package
[image: ]
Contains two OS tool source files, PDF and PNG format result graphs, excel statistical result table
[image: ]
2) Result graph
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3) Result table
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TP REE ERO) BBV BEH)

D sample-1_rpkm
Unigene0000001  5.06812231361401
Unigene0000002  4.28239218768685
Unigene0000003  4.6975202370041

Unigene0000004  3.49675028070747
Unigene0000005  4.4813556261131

Unigene0000006  5.92437647308174
Unigene0000007 ~ 4.55926182552175
Unigene0000008  3.40828956688563
Unigene0000009  4.58462883816529
Unigene0000010  6.22216169086683
Unigene0000011  5.01464669457563
Unigene0000012  5.08737478185172
Unigene0000013  3.35186595746337
Unigene0000014  5.51727616838683

Unigene0000015

4.40582169693159

sample-2_rpkm

4.92676397297786
3.27402240832931
4.95061380621387
3.60098382778577
4.12543038838737
4.82523300735238
4.79592541001359
4.47183634658501
3.39818053272545
2.96325111730067
4.04760020518408
4.33778012820201
3.47106731300635
1.67048207651683
3.64062330317549

sample-3_rpkm

2.67619799880069
4.78207013742993
3.23307397742456
2.65870256703786
4955895585582
3.2173776351007
3.91036844279496
4.03346710175649
2.56830635086101
4.3854498556592
5.4854699875118
4.78027960942479
6.09791945001345
4.14491327850253
3.91025917747908

sample-4_rpkm

3.70488633996103
2.48994622964871
4.67141060562587
3.29534654237009
2.76567339496695
5.11914443628534
4.46510667118318
3.48253444265882
3.81769027058517
3.26212271023416
5.20065495037631
4.09321602298455
4.39942582576868
4.40864586628386
2.47717651053365

sample-5_rpkm

5.07464126335754
7.00377946989847
2.95433780991951
3.28959230981215
3.95204253286851
4.90679600866197
4.71914546984166
3.96926092753878
4.65789635163245
3.76526368578098
6.79575060765457
3.50850847360708
4.87304716143081
4.31845402196923
3.81584912678906




image2.png
De2-izEs

TP REE ERO) BBV BEH)

D sample-1_rpkm

Unigene0000001  5.07464126335754
Unigene0000002  7.00377946989847
Unigene0000003  2.95433780991951
Unigene0000004  3.28959230981215
Unigene0000005  3.95204253286851
Unigene0000006  4.90679600866197
Unigene0000007  4.71914546984166
Unigene0000008  3.96926092753878
Unigene0000009  4.65789635163245
Unigene0000010  3.76526368578098
Unigene0000011  6.79575060765457
Unigene0000012  3.50850847360708
Unigene0000013  4.87304716143081

Unigene0000014

4.31845402196923

sample-2_rpkm

3.65967655024692
4.37949493736209
3.60742854446692
2.93772783940761
2.53239785327979
2.30189868487512
4.56851560204304
6.26204034263758
4.32268272778304
4.47996530073925
3.19750131592458
5.31178026608289
2.97139942024736
4.31323647313746

sample-3_rpkm

4.37090140262987
3.57946752957751
5.72593566479634
3.36296499004462
5.10317454052024
5.36905664636551
2.21766106901944
5.27370113022373
3.52621670466322
4.41159224017356
4.78857389386603
1.85046210420055
3.29008309380472
4.16921275873416

sample-4_rpkm

4.23689766294512
3.19718115973222
2.73233857349223
3.44955344648225
4.71009273317834
4.26916425261679
3.33928455893864
4.8302624582721

3.87994008395729
3.16735203249803
3.06419232725581
4.05044349049574
3.72804083572394
6.66118333880922

sample-5_rpkm

4.76521923333948
4.33183528185768
2.14962859779678
1.29957807901574
5.12675629229887
2.21726405143625
4.11816829637077
5.66229655818989
5.09379058041353
3.11584209119471
4.84830115921298
4.40595301023434
1.86497394015437
3.65024593468326
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image6.png
sample  group  mean nin Lover_guemedian(QZzupper_quznax Inter-Quartile Range(IRQ)

sanple-1 Group A  4.046122 0.235538 3.349362 4. 045187 4. 695183 7.117923 1.345821
sanple-2_Group A  3.941995 0.859202 3.237375 3.919198 4. 638144 7.491926 1.400768
sanple-3_Group A  4.120909 0.698789 3.372761 4.16461 4836999 7.224081 1.464238
sanple-4 Group A  3.914115 1.199398 3.27668 3.916081 4 585273 7.150547 1.308593
sanple-5_Group A  4.040014 1.513543 3.396561 3.983977 4. 68154 7.003779 1.284979
sanple-1 Group B 4.040014 1.513543 3.396561 3.983977 4. 68154 7.003779 1.284979
sanple-2_Group B 4.059326 1.573078 3.380129 4.023764 4. 728302 6.771984 1.348172
sanple-3_Group B 3.967428 0.745678 3.362352 3.985181 4689773 7.176105 1.327421
sanple-4 Group B 4.004357 0.924776 3.356806 3.985901 4 688156 7.306014 1.33135
sanple-5_Group B 3.0966588 0.593083 3. 308455 4. 028194 4. 673335 7.393125 1.36488




